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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/446, 543A 



DATE: 02/22/2001 
'f'J HE : 09:07:20 



P^ 



input: Set : 
Output Sfit: 



A:\2472US0P.txt 

N:\CRF3\022 22001\I4 4654 3A.raw 
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<110> APPLICANT: HI NOMA, Shu j i. 

KAWAMATA, Yu j t 

FUJI I, Ryo 

HATSUMOTO, Hirokazu 
<1.20> TITLE OF INVENTION:, Prolactin Secretion Modulator 
s-13l)> FILE REFERENCE: 2472IIS0P 

<1M)> CURRENT APPLICATION NUMBER: US 09/446 , 54 3A 

<141> CURRENT FILING DATE : 1999-12-20 

<150> PRIOR APPLICATION NUMBER : PCT/JP98/02765 

<151> PRIOR FILING DATE: 1900-06-22 

<150> PRIOR APPLICATION NUMBER: JP 9-165437 

•s.151> PRTOR FILING DATE: 1997-06-23 

<160> NUMBER OF SKQ ID NOS : 99 

<170> SOFTWARE: Patentln version 3.0 

<210> SBO ID NO: 1 

<211> LENGTH: 96 

<21.2> TYPE: PRT 

<213> ORGANISM: Bovine 

<400> SEQUENCE : 1 

Met Lys Ala val Gly Ala Trp Leu Leu Cys Leu Leu Leu Leu Gly Leu 

1. 5 10 15 

Ala Leu Gin Gly Ala Ala ser Arg Ala His Gin His Ser Met Glu lie 

20 25 30 

Arg Thr pro Asp He Asn Pro Ala Trp Tyr Ala Gly Arg Gly He Arg 

35 40 4 5 

Pro Val Gly Arg Phe Gly Arg Arg Arg Ala Ala Pro Gly A.sp Gly Pro 



50 



Arg Pro Gly Pro Arg 

65 



Gly 

80 

Val 



55 60 
Arg Val Pro Ala Cys Phe Arg Leu Glu Gly 
70 75 
Ala Glu Pro Ser Arg Ala Leu Pro Gly Arg Leu Thr Ala Gin Leu 
85 90 95 

Gin Glu 

<210> SEQ ID NO: 2 
<211> LENGTH: 294 
<212> TYPE: DNA 
<2 13> ORGANISM: bovine 
<400> SEQUENCE: 2 

aLgaaggcgg tgggggcctg gctcctctgc ctgctgctgc tgggcctggc ectgeagggg 

gct.qccagca gagcccacca gcactccatq gagatccgea cccccgacat caaccctgcc 

tggtangcrg gccgtgggat ccygccegtg ggccgcLtcg geeggegaag agcl.geccyg 

ggggaeggae eeaggoctqy cccccggcgt gtgeeggcot gcttccgcct ggnaggeggy 

gcLgaycccL cccgagoacL cccggggcgg ctgacygccc agctggLcca ggcia 

<2l6> SEQ TV) NO: 3 

<211> LENGTH: 29 

<2.12> TYPE : PRT 

<213> ORGANISM: artificial 

--220> FEATURE: 



ENTERED 

See p- ^ 



re 
o 



ZD 



3> 



CO 

CD E> 
no 

CO 



ZD 

m 
O 
m 

< 
m 

D 



60 
120 
180 
240 
294 



fiJe://C:\CRF3\Outhold\VsrI446543A.htm 



2/22/0! 




Page 2 of 7 



RAW SEQUENCE LISTING DATE: 02/22/2001 

PATENT AP PI. /CAT ION; US/09/446, 543A TIME: 09:07:20 

input. Set : A:\2472US0P.txt 

Output Sot: N:\CRF3\02222001\I446543A.raw 

76 <223> OTHER INFORMATION: bovine fragment (23-51) 
78 <400> SEQUENCE: 3 

80 Ser Ary A.la fiis Gin His Ser Met Glu lie Arg Thr Pro Asp lie Asn 

81 .1 5 .10 15 

83 Pro Ala Trp Tyr Ala Gly Arg Gly lie Arg Pro val Gly 

84 20 25 

86 <210> SBQ ID NO: 4 

87 <211> LENGTH : 19 

88 <212> TYPE : I'UT 

89 <213> ORGANISM: artificial 

91 <220> FEATURE : 

92 <223> OTHER T UFO RMAT TON: bovine Fragment (34-52) 
94 <400> SEQUEMCK: 4 

96 The Pro Asp He Asn Pro Ala Trp Tyr Ala Gly Arg Gly Tie Arg Pro 

97 1 5 10 15 
99 Val Gly Arg 

102 <210> SEO ID NO: 5 
10 3 <211> LENGTH: 31 

104 <212> TYPE: PRT 

105 <213> ORGANISM: artificial 

107 <220> FEATURE: 

108 <223> OTHER INFORMATION: bovine fragment (23-53) 
110 <400> SEQUENCE: 5 

112 Ser Arg Ala His Gin His Ser Met Glu lie Arg Thr Pro Asp He Asn 

113 I 5 10 15 

115 Pro Ala Trp Tyr Ala Gly Arg Gly He Arg Pro Val Gly Arg Phe 

116 20 25 ~ 30 

118 <210> SEQ TD HO: 6 

119 <211> LENGTH: 32 

120 <212> TYPE: PRT 

.121 <213.-- ORGANISM: artificial 

123 <220> FEATURE: 

124 <223> OTHER INFORMATION: bovine fragment (23-54) 
126 <400> SEQUENCE: 6 

128 Ser Arg Ala His Gin His Ser Met Glu He Arg Thr Pro Asp lie Asn 

129 1 5 10 15 

131 Pro Ala Trp Tyr Ala Gly Arg Gly He Arg Pro Val Gly Arg Phe Gly 

132 20 25 30 

134 <210> SEQ ID NO: 7 

135 <211> LENGTH: 33 

136 <212> TYPE: PRT 

137 <213> ORGANISM: artificial 

139 <220> FEATURE: 

140 <223> OTHER INFORMATION: bovine fragment (23-55) 
142 <4 00> SEQUENCE: 7 

144 ser Arg Ala His Gin His ser Met Glu He Arg Thr Pro Asp lie Asn 

145 15 10 15 

14 7 Pro Ala Trp Tyr Ala Gly Arg Gly He Arg Pro Val Gly Arg Phe Gly 
14 8 20 25 30 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/446, 54 3A 



DATL: 02/22/2001 
TIME : 09:07:20 



input Set : A:\2472US0P.txt 

Output Set: N:\CRF3\02222001\I446543A.raw 



150 Arq 

J 53 <210> SKQ ID NO: 8 

154 <2.11> LENGTH: 20 

155 <212> TYPE : PRT 

156 <213> ORGANISM: -..t til icial 

158 <220> FEATURE: 

159 <223> O'lHEK INFORMATION: bovine fragment (34-53) 
161 <4 00> SEQUENCE: 8 

16 3 Thr Pro Asp He Asn fro Ala Trp Tyr Ala Gly Ary Gly He Arg Pro 
164 15 10 15 

166 val Gly Arg Phe 

167 20 

169 <210> SEQ ID NO: 9 

170 <21.l> LENGTH: 21 

171 -C212> TYPE: PRT 

172 <213> ORGANISM: artificial 

174 <220> FEATURE: 

175 <223> OTHER INFORMATION: bovine fragment (34-54) 
177 <4!)0> SEQUENCE: 9 

179 Thr Pro Asp He Asn Pro Ala Trp Tyr Ala Gly Arg Gly He Arq Pro 

180 1 5 10 15 
.182 Val Gly Arg Phe Gly 

183 20 

185 <210> SEQ ID NO: 3 0 

186 <211> LENGTH: 22 

187 <212> TYPE: PRT 

188 <213> ORGANISM: artificial 
110 <220> FEATURE: 

191 <223> OTHER INFORMATION: bovine fragment (34-55) 
193 <400> SEQUENCE: 10 

195 Thr Pro Asp He Asn Pro Ala Trp Tyr Ala Gly Arg Gly He Arg Pro 

196 15 10 15 

198 val Gly Arg Plie Gly Arg 

199 20 

20.1 <210> SEQ ID NO: 11 

202 <21.1> LENGTH : 87 

203 <21.2> TVPE: DNA 

204 <213> ORGANISM: bovine 

206 <4 00> SEQUENCE: 11 

207 agcagagccc accagcactc catggagaLc cgcacccccg acatcaaccc tgcctggtac 60 
209 gcrggccgtg ggatccggcc cgtgggc 87 

212 <210> SEQ ID NO: 12 

213 <211> LENGTH: 57 

214 <212> TVPE: DNA 

2.15 <213> ORGANISM : bovine 

217 <400> SEQUENCE: 12 

218 acccccgaca tcaaccctgc ctggtacgcr ggccgtggga tccggcccgt gggccgc 57 

221 <210> SKQ ID NO: 13 

222 <213> LENGTH: 93 
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RAW SEQUENCE LISTING DAl'E : 02/22/2001 

PATEN7 APl'LICA'lION: US/09/4 4 6 , 54 3A TIME: 00:07:20 

TnpuL S<?t : A:\2472US0P.txt 

Output Set: N:\CRE3\0222200l\I446543A.raw 

223 <212> iYPE: DNA 

'224 <213> ORGANISM: bovine: 

226 <4 00> SEQUENCE: 13 

227 a-jcagagccT aecag<rdct<: catggaqutc cycaccoccg acutcaaccr t.gcetggtac 60 
220 gcrggecgt.g gqatccggcc egtqggccgc ttc 93 
232 <210> SEQ IB NO: 14 

2 33 <211> LENGTH: 96 

234 <212> TYPE : DNA 

235 <2.13> ORGAN f SH : bov ine 
2 37 <4 00> SEQUENCE : 14 

2 3 (j agcagagccc accagcictc catggaqatc cgcacccccg acatcaaccc tgcctggtac 60 

240 gcrggcuigtg qgat.ccggcc cytgggccgc ttegge 96 

24 3 <2.[fl> SEQ ID NO: 15 

24 4 <2'11> LENGTH: 99 

24 5 <212> TYPE: DNA 

246 <213> ORGANISM: bovine 

24 8 <4 00> SEQUENCE: 15 

249 agcagagccc accagcaetc cat.ggagatc cgcacccccg acatcaaccc Lgect.ggt.ac 60 
25.1 gcrqgccgtg ggatccggcc cgtgggccgc ".tcgyccgg 99 
254 <210> SEQ ID NO: 16 

25 5 <211> LENGTH: 60 
256 <212> TYPE: DNA 

25 7 <213> ORGANISM: bovir >4 

259 <400> SEQUENCE: 16 

260 acccccgaca tcaacectqc cfcggtacger qgccgtggya tccggcccgt gggccgcttc 60 

263 <210> SEQ TD HO: 17 

264 <211> LENGTH : 63 

26 5 <212> TYPE: DNA 

266 <213> ORGANISM: bovine 

268 <4 00> SEUUENCE: 17 

269 acccccgaca tcaaccctqc ofcggtacgcr ggccgt.ggga tccggcccgt gggccgcttc 60 
27.1 ggc 63 

274 <210> SEQ ID NO: 18 

275 <211> LENGTH: 66 

276 <212> TYPE: DNA 

27 7 <213> ORGANISM: bovine 

279 <400> SEQUENCE; 18 

280 acccccgaca tcaaccctqc ctggtacgd; ggccgt.ggga tccggcccgt gggccgcttc 60 
282 ggocgg 66 

285 <21.0> SEQ TD HO: 19 

286 <211> LENGTH; 91 
207 <212> TYPE: PRT 

288 <213> ORGANISM: Human 
290 <400> SEQUENCE : 19 

292 Leu Val. Leu val lie Ala Arg val Arg Arg Leu Hi.s Asn Val Thr Asn 

293 1 5 10 15 

295 I'he Leu He Gly Asn Leu Ala Leu Scr Asp Val Leu Met Cys Thr Ala 

296 20 25 30 

298 Cys Val. Pro Leu Thr Leu Ala Tyr Ala Hhe Glu Pro Arg Gly Trp Val. 
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RAW SEQUENCE LISTING DATE: 02/22/2001 

PATENT APPLICATION: US/09/446 , 54 3A TIMK: 09:07:20 

input Sot : A:\2472US0P.txt 

Output Sc-'t: N:\CftF3\02222001\I446543A.raw 

299 3 r > 4 0 45 

30) Phe Gly CJy Civ Lou Cys His Leu val Phe Phe Leu Gin Pro val Thr 

102 '">0 S5 00 

301 val f/r Val Ser Val Phe Thr Leu Thr Thr lie Ala Val. Asp Arg Tyr 

305 65 70 75 80 

307 Val Val Leu Val His Pro Lou Arg Arg Arg lie 

308 85 90 
310 <210> REO ID NO: 20 

311. <21L> LliNGfU: 59 
312 <212> i'VI'K: PRT 



313 


<213> ORGANISM: 


human 






















3 15 


■-:400> SWVmCR: 


20 
























3 17 


Cly 


Leu 


Leu 


Leu 


tfa* 


Thr 


Tyr 


Leu 


Leu 


Pro 


Leu 


Leu 


Val 


lie 


Leu 


Leu 


318 


1 








5 










10 










15 




320 


Ser 


Tyr 


Val 


Arg 


val 


Ser 


Val 


Lys 


Leu 


Arg 


Asn 


Arg 


Val 


Val 


Pro 


Gly 


32] 








20 










25 










30 






323 


Cys 


Val 


Thr 


Gin 


Ser 


Gin 


Ala 


Asp 


Trp 


Asp 


Arg 


Ala 


Arg 


Arg 


Arg 


Arg 


324 






35 










40 










45 








326 


Thr 


Phe 


Cys 


Leu 


Leu 


Val 


Val 


Val 


Val 


val 


val 












327 




50 










5 5 




















329 


<21( 




iQ 11 


) NO 


: 21 
























330 


<21.l> LJ2NGTH: 370 
























331 


<27.2> TYPE: 


PRT 
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<213> ORGANISM: 


human 






















334 


<400> SEQUKNCIi: 


21 
























336 


Met 


Ala 


sex- 


Ser 


Thr 


Thr 


Arg 


Gly 


Pro 


Arg 


Val 


ser 


ASp 


Leu 


Phe 


Ser 


3 37 










5 










10 










15 




339 


Gly 


Leu 


Pro 


Pro 


Ala 


Val 


Thr 


Thr 


Pro 


Ala 


Asn 


Gin 


Ser 


Ala 


01 u 


Ala 


340 








20 










25 










30 






342 


Ser 


Ala 


Gly 


Asn 


Gly 


Ser 


Val 


Ala 


Gly 


Ala 


Asp 


Ala 


pro 


Ala 


Val 


Thr 


343 






35 










40 










45 








345 


Pro 


Phe 


Gin 


Ser 


Leu 


Gin 


Leu 


Val. 


His 


Gin 


Leu 


T.VS 


Gly 


Leu 


lie 


val 


346 




50 










55 










60 










348 


Leu 


Leu 


Tyr 


Ser 


val 


Val 


Val 


Val 


Val 


Gly 


Leu 


val 


G.! 


Asn 


Cys 


Leu 


349 


65 










70 




















80 


351 


Leu 


val 


Leu 


Val 


ue 


Ala 


Arg 


Val 


Arg 


Arg 


Leu 


His 


Asn 


Val 


Thr 


Asn 


352 










85 










90 










95 




354 


Phe 


Leu 


lie 


eiy 


Asn 


Leu 


Ala 


Leu 


Ser 


Asp 


Val 


Leu 


Met 


Cys 


Thr 


Ala 


355 








100 










.10 5 










110 






3 57 


cys 


Val 


Pro 


Leu 


Thr 


Leu 


Ala 


Tyr 


Ala 


Phe 


Gl.U 


Pro 


Arg Gly 


Trp 


val 


358 






115 










120 










1.25 








360 


Phe 


Gly 


Glv Gly 


Leu 


Cys 


His 


Leu 


Val 


Phe 


Phe 


Leu 


Gin 


Pro 


Val 


Thr 


361 




130 










135 










140 










363 


Val 


Tyr 


Val 


Ser 


Val 


Phe 


Thr 


Leu 


Thr 


Thr 


lie 


Ala 


Val 


Asp 


Arg 


Tyr 


364 


145 










1.50 










155 










160 


366 


Val. 


Val 


Leu 


Val 


His 


Pro 


Leu 


Arg 


Arg 


Arg 


Tie 


Ser 


Leu 


Arg 


Leu 


Ser 


3ft7 










.16 5 










170 










175 




369 


Ala 


Tyr 


Ala 


val 


Leu 


Ala 


31 P. 


Trp 


Ala 


Leu 


Sec 


Ala 


Val 


Leu 


Ala 


Leu 


370 








180 










185 










190 







0 V 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATKNT APPLICATION: US/09/446 , 543A 



DATE: 02/22/2001 
TIME: 09:07:21 



i,: fi2 r > M : 311 W 
l,:f,4'J II: 34 J W 
J. . 6G1 ri; 257 h 
1:60"' .'1:257 Vl 
L:673 M:341 W 
L:G35 M:257 W 
L:6yi. Mr.i'fl W 
l>: 733 M:341 W 
L: 769 M: 341 W 
L:793 M: 341 W: 
L: 1337 M: 341 W 
I.: 134 0 H:34.l W 
L: 1371 M:341 W 



Input Set. : A:\2472US0P.txt 

Output Set: N:\CRF3\02222001\I446543A.raw 

(46) "it" or "Xaa" used, for SEQ TDs : 29 
(46) "ii" or "Xaa" used, for SEQ ID#:30 

VedLu re value mis-spel l«d or invalid, <22 \> Nanse/Key Tor SEu TOfl:.!! 
feature value mis-spelled or invalid, -.'221> Name/Key for SEO IP*: 31 
(4G) "n" or "Xaa" used, for SEQ IDS: 31 

feature value mis-spelled or invalid. <22.1> Name/Key for Sfc-'Q ibi:i'2 
a." or "Xaa" used, for SKO lus -. 32 
r" or "Xaa" used, for SKO IDS: 35 
ii" or "xaa" used, for SEQ IDS : 36 
n " or "Xaa" used, for SEQ IDS: 37 
"n" or "xaa" used, for SEQ lDif:73 
"n" or "Xaa" used, for SEQ TD*:73 
"u" or "Xaa" used, for SEQ IDS: 74 



(46) 
(-16) ' 
(46) ' 
(•16) 1 
(46) 
(46) 
(46) 
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